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Amendments to the Claims 
The current status of the claims is as follows: 
Claims 1-485 (Canceled) 

486. (Previously Presetited) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with hybridization assay means for detecting the 
presence of a nucleic acid variable region characteristic of nucleic acid of said one or more target 
species, wherein said means distinguishes said variable region from nucleic acid of at least one 
non-target species, wherein said variable region is present in an iRNA sequence, or a DNA sequence 
encoding for said rRNA sequence, in a target region conesponding to: 
bases 65-108 of E. coU 5S rRNA or the encoding DNA; 
bases 60-105 of E. coli 16S rRNA or the encoding DNA; 
bases 60-100 of £ coli 16S rRNA or the encoding DNA; 
bases 120-150 of E. coli 16S rRNA or the encoding DNA; 
bases 170-230 of E. coli 16S rRNA or the encoding DNA; 
bases 405-490 of K coli 16S rRNA or the encoding DNA; 
bases 405-480 of E. coli 16S rRNA or the encoding DNA; 
bases 600-675 ofE. coli 16S rRNA or the encodmg DNA; 
bases 600-670 of E. coli 16S rRNA or the encoding DNA; 
bases 705-735 of E. coli 16S rRNA or the encoding DNA; 
bases 820-870 of E, coli 16S rRNA or the encoding DNA; 
bases 820-860 of E. coli 16S rRNA or the encoding DNA; 
bases 1125-1155 of JS. coli 16S rRNA or the encoding DNA; 
bases 270^05 of E. coli 23S rRNA or the encoding DNA; 
bases 270-390 of E. coli 23S rRNA or die encoding DNA; 
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bases 535-575 of £ colt 23S rRNA or the encoding DNA; 
bases 535-560 of E. coli 23S rRNA or the encoding DNA; 
bases 1150-1200 of E. coli 23S rRNA or the encoding DNA; 
bases 1440-1600 of E. coli 23S rRNA or the encoding DNA; 
bases 17 10-1750 of E. coli 23S rRNA or the encoding DNA; or 
bases 2190-2330 of E. coli 23S rRNA or the encoding DNA; and 

b) determining whether said means has detected the presence of said variable 
region as an indication that at least one member of said one or more target species is present in said 
sample. 

487. (Previously Presented) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting .said sample with an oligonucleotide probe which distinguishes 
between nucleic acid of said one or more target species *om nucleic acid of at least one non-target 
species, wherein a duplex formed between said oligonucleotide probe and a variable i-egion present 
in nucleic acid of said one or more target specieshas ahigherTm than a duplex formed between said 
oligonucleotide probe and said variable region present in nucleic acid of sai d at least one non-target 
species, wherein said variable region is present in an rRNA sequence, or a DNA sequence encoding 
for said rRNA sequence, in a target region conresponding to: 
bases 65-108 of £ coli 5S rRNA or the encoding DNA: 
bases 60-105 of E. coli 16S rRNA or the encoding DNA; 
bases 60-100 of E, coli 16S rRNA or the encoding DNA; 
bases 120-150 of £. coli 16S rRNA or the encoding DNA; 
bases 170-230 ofE. coli 16S rRNA or the encoding DNA; 
bases 405-490 of E. coli 16S rRNA or the enco<fing DNA; 
bases 405-480 of E. coli 16S iRNA or the encoding DNA; 
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bases 600-675 ofE. coli 16S rRNA or the encoding DNA; 
bases 600-670 of E. coli 16S rRNA or the encoding DNA; 
bases 705-735 of E. coli 16S rRNA or the encoding DNA; 
bases 820-870 of E. coli 16S rRNA or the encoding DNA; 
bases 820-860 of E. coli 16S rRNA or the encoding DNA; 
bases 1125-1155 of £ coli 16S rRNA or the encoding DNA; 
bases 270-4O5 of E. coli 23S rRNA or the encoding DNA; 
bases 270-390 of E. coli 23S rRNA or the encoding DNA; 
bases 535-575 of E. coli 23S rRNA or the encoding DNA; 
bases 535-560 of E. coli 23S rRNA or the encoding DNA; 
bases 1150-1200 of E. coli 23S rRNA or the encoding DNA; 
bases 1440-1600 of £. coli 23S rRNA or tlie encoding DNA; 
bases 17 10-1750 of £ coli 23S rRNA or the encoding DNA; or 
bases 2190-2330 of coli 23S rRNA or the encoding DNA; and 

b) determiningwhetheranucleicacidcomplexcomprisingsaidoligonucleotide 

probe has formed under conditions of high stringency as an indication that at least one member of 
said one or more target species is present in said sample, wherein said oligonucJeotide probe does 
not form a detectable duplex with nucleic acid of said at least ore non-targei species under said 
conditions. 

488. (Currently Amended) A method for determining whether one or more 
non-viral target species may be piesent in a sample, said method comprising the steps of: 

a) contacting said sample with hybridization assay means for detecUng the 
presence of a nucleic acid variable region characteristic of nucleic acid of said one or more target 
species, wherein said means distinguishes said variable region from nucleic acid of at least one 
non-target species belonging to the same genus as said one or more target species, wherein said 
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variable region is present in an rRNA sequence, or a DNA sequence encoding for said rRNA 

sequence, in a target region corresponding to: 

bases 65-108 of £. coli 5S rRNA or the encoding DNA; 

bases 60-105 of E. coli 16S rRNA or the encoding DNA; 

bases 60-100 ofE. coli 16S rRNA or the encoding DNA; 

bases 120-150 of E. coli 16S rRNA or the encoding DNA; 

bases 170-230 of E. coli 16S rRNA or the encoding DNA; 

bases 175-210 ofE. coli 16S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 185-225 of E. coli 16S rRNA or the encoding DNA and said genus is Mycobacterium; 
bases 190-230 of E. coli 16S rRNA or the encoding DNA and said genus is Mycoplasma; 
bases 405-490 of E. coli 16S rRNA or the encoding DNA; 
bases 405-480 of E. coli 16S rRNA or the encoding DNA; 

bases 450-490 of E, coli 16S rRNA or the encoding DNA and said genus is Mycoplasma; 
b4Mi> 4J J'-40£i of K Loli 16G iR^IA e r Uu. aie-oding DNA and $ai t l guiu^ is misiu ia> 
bases 600-675 ofE. coli 16S rRNA or the encoding DNA; 
bases 600-670 of E. coli 16S dlNA or the encoding DNA; 

bases 600-635 of E. coli 16S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 705-735 of £. coli 16S rRNA or the encoding DNA; 
bases 820-870 of E, coli 16S rRNA or the encoding DNA; 
bases 820-860 of E. coli 16S rRNA or the encoding DNA; 

bases 825-860 of £. coli 16S rRNA or the encoding DNA and said genus is Streptococcus; 
bases 830-870 of £. coli 16S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 975-1060 ofE. coli 16S iRNA or the encoding DNA; 
bases 980-1050 of E coli 16S rRNA or the encoding DNA; 

bfli&a 900-1030 ofE. coli 100 iRHiA oi die, encoding DNA and iild genua ii. EiUte-iiJuu or 



Neisitnia; 



Page 5 of 32 



PAGE 6133 * RCVD AT 31231201)6 9:58:28 PM [Eastern Standard Time] ' SVR:USPT0{FXRF-211 ' DNIS:2738300 * CSID:18584108928 ' DURATION ifsimpm 



23-MAR-2006 06:52PM FROM-Gen-Proba Patent Dept. 



1 858 410 8928 



T-237 P. 007/033 F-544 



Supplemental Submission Serial 08/454 529 

Under 37 C J.R. § 1.129(a) Any. Docket No. GP004-16.DV4 

Date: March 23. 2006 

ba&t i , 9CO"lOi:i uf E. i.uU ICS iRJ^A oi llic euu u diu& DNA diid ^aid gtiwii. iJ> iVi^i.t.tt) m; 
bases 995-1030 of R coU 16S rRNA or the encoding DNA and said genus is Escherichia; 
bases 1 125-1 155 of J?, coli 16S rRNA or the encoding DNA; 
bases 1250-1290 of E. coli 16S rRNA or the encoding DNA; 
bases 270-405 ofE. coli 23S rRNA or the encoding DNA; 
bases 270-390 ofE, coli 23S rliNA or the encoding DNA; 

bases 270-305 of E. coli 23S rRNA or the encoding DNA and said genus is Proteua; 
bases 27S-320 of E. coli 23S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 305-340 of E. coli 23S rRNA or the encodmg DNA and said genus is Enterobacter; 
bases 330-365 oiE. coli 23S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 365-405 ofE. coli 23S rRNA or the encoding DNA and said genus is Pseudomonas; 
bases 535-575 off. coli 23S rRNA or the encoding DNA; 
bases 535-560 of E, coli 23S rRNA or the encoding DNA; 

bases 540-575 of E. coli 23S rRNA or the encoding DNA and said genus is Mycobacterium; 
bases 1 150-1200 of E. coli 23S rRNA or the encoding DNA; 

bases 1155-1190 of K coli 23S rRNA or the encoding DNA and said genus is Mycobacterium; 
bases 1160-1190 ofE. coli 23S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 1440-1600 ofE. coli 23S rRNA or the encoding DNA; 

bases 1450-1490 of E. coli 23S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 1510-1545 of E. coli 23S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 1710-1750 of E. coli 23S rRNA or the encoding DNA; 
bases 2190-2330 of E. coli 23S rRNA or the encoding DNA; or 

bases 2195-2235 ofE. coli 23S rRNA or the encoding DNA and said genus is Mycobacterium, 

provided that if said target region is in a location corresponding to bases 1255-1290 
of E. coli 16S iRNA or the encoding DNA, then said one or more target species is Mycoplasma 
pneumoniae; and 
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b) determining whether said means has detected the presence of said variable 
region as an indication that at least one member of said one or more target species is present in said 
sample. 

489. (CunenUy Amended) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with an oligonucleotide probe which distinguishes 
between nucleic acid of said one or more target species from nucleic acid of at least one non-target 
species belonging to the same genas as said one or more target species, wherein a duplex formed 
between said oUgonocleotide probe and a variable region present in nucleic acid of said one or more 
taiipt species has a higher Tm than a duplex formed between said oligonucleotide probe and said 
variable region present in nucleic acid of said at least one non-target species, wherein said variable 
region is present in an rRNA sequence, or a DNA sequence encoding for said rRNA sequence, in 
a target region corresponding to; 
bases 65-108 of E. coli 5S rRNA or the encoding DNA; 
bases 60-105 ofE. coli 16S rRNA or the encoding DNA; 
bases 60-100 of E. coli 16S rRNA or the encoding DNA; 
bases 120-150 of E, coli 16S rRNA or the encoding DNA; 
bases 170-230 of E. coli 16S rRNA or the encoding DNA; 

bases 175-210 of £ coli 16S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 185-225 of R coli 16S rRNA or the encoding DNA and said genus is Mycobacterium; 
bases X90-230 of E. coli 16S rRNA or the encoding DNA and said genus is Mycoplasma; 
bases 405-490 of E. coli 16S rRNA or the encoding DNA; 
bases 405-480 of K coli 16S rRNA or the encoding DNA; 

bases 450-490 of E. coli 16S rRNA or die encoding DNA and said genus is Mycoplasma; 
bASU 455-4 - 65 - org. t-Lifi 16S rR> T A u i llii. i LucodinaPNA and aaiJ fecnub iANLUJ^ j nay 
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bases 600-675 ofE. coli 16S rRNA or the encoding DNA; 
bases 600-670 of E. coli 16S rRNA or the encoding DNA; 

bases 600-635 afE. coli 16S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 705-735 of £. coli 16S rRNA or the encoding DNA; 
bases 820-870 of E. coli 16S rRNA or the encoding DNA; 
bases 820-860 otE. coli 16S rRNA or the encoding DNA; 

bases 825-860 of E. coli 16S rRNA or the encoding DNA and said genus is Streptococcus', 
bases 830-870 of K coli 16S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 975-1060 of £ coli 16S rRNA or the encoding DNA; 
bases 980-1050 of K coli 16S rRNA or the encoding DNA; 

bd&ei> 900^1030 uf E. tuli ICG iRJJA or Ui», tneoding DNA diid .kaiJ guuuJ^ ii Eschcn 



basLj. 900 1015 uf C. y.vU 160 iPJ^TA oi tl^e eni^udiiig DNA aiiJ .>.iid gtims i& Ntiss^na ' i 
bases 995-1030 of K coli 16S rRNA or the encoding DNA and said genus is Escherichia; 
bases 1125-1155 of E. coli 16S rRNA or the encoding DNA; 
bases 1250-1290 of £. coli 16S rRNA or the encoding DNA; 
bases 270-405 of coli 23S rRNA or the encoding DNA; 
bases 270-390 of £. coli 23S rRNA or the encoding DNA; 

bases 270-305 of E. coli 23S rRNA or the encoding DNA and said genus is Proteus; 
bases 275-320 of E. coli 23S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 305-340 of E. coli 23S rRNA or the encoding DNA and said genus is Enterobacter, 
bases 330-365 of £. coli 23S rRNA or the encoding DNA and said genus is Chlamydia; 
bases 365-405 of £. coli 23S rRNA or the encoding DNA and said genus is Pseudomonas; 
bases 535-575 of E. coli 23S rRNA or the encoding DNA; 
bases 535-560 of E, coli 23S rRNA or the encoding DNA; 

bases 540-575 of £". coli 23S iRNA or the encoding DNA and said genus is Mycobacterium; 
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bases 1150-1200 of CO/ 
bases 1155-1 190 of £.coZ 
bases 1160-1190 of £. col 
bases 1440-1600 of £. col 
bases 1450-1490 of JS. col 
bases 1510-1545 of E.c(?r 
bases 1710-1750 of E col 
bases 2190-2330 of E. col 
bases 2195-2235 of £ col 



23S rRNA or the encoding DNA; 

23S rRNA or die encoding DNA and said genus is Mycobacterium; 
23S rRNA or the encoding DNA and said genus is Chlamydia; 
23S rRNA or the encoding DNA; 

23S rRNA or the encoding DNA and said genus is Chlamydia; 
23S rRNA or the encoding DNA and said genus is Chlamydia; 
23S tRNA or the encoding DNA; 
23S rRNA or the encoding DNA; or 

23S rRNA or the encoding DNA and said genus is Mycobacterium, 
provided that if said target region is in a location corresponding to bases 1255-1290 
of E. coll 16S rRNA or the encoding DNA, then said one or more target species is Mycoplasma 
pneumoniae; and 

b) determining whether a nucleic acid complex compiising said oligonucleotide 
probe has formed under conditions of high stringency as an indication that at least one member of 
said one or more target species is present in said sample, wherein said oUgonucleotide probe does 
not form a detectable duplex with nucleic acid of said at least one non-target species under said 
conditions. 

490. (Previously Presented) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with hybridization assay means for delecting the 
presence of a nucleic acid variable region characteristic of nucleic acid of two or more non-viral 
target species belonging to a first genus, at least one of which is said one or more target species, 
wherein said means distinguishes said variable region from nucleic acid of at least one non-target 
species belonging to a second genus which is different from said first genus, wherein said variable 
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region is present in an rRNA sequence, or a DNA sequence encoding for said rRNA sequence, in 

a target region corresponding to: 

bases 65-108 of E, coli 5S rRNA or the encoding DNA; 

bases 60-105 of E. coli 16S rRNA or the encoding DNA; 

bases 60-100 of E. coli I6S rRNA or the encoding DNA; 

bases 120-150 ofE. coli 16S rRNA or the encoding DNA; 

bases 170-230 ofE. coli 16S rRNA or the encoding DNA; 

bases 405^90 ofE. coli 16S rRNA or the encoding DNA; 

bases 405-480 aiE. coli 16S rRNA or the encoding DNA; 

bases 405-428 of E. coli 16S rRNA or the encoding DNA and said first genus is Campylobacter, 
bases 440-470 of coli 16S rRNA or the encoding DNA and said first genus is Campylobacter, 
bases 600-675 oiE. coli 16S rRNA or the encoding DNA; 
bases 600-670 of E. coli 16S rRNA or the encoding DNA; 

bases 630-675 of E. coli 16S rRNA or the encoding DNA and said first genus is Legionella; 
bases 705-735 of E. coli 16S rRNA or the encoding DNA; 
bases 820-870 of £. coli 16S rRNA or the encoding DNA; 
bases 820-860 of £. coli 16S rRNA or the encoding DNA; 
bases 975-1060 of E. coli 16S rRNA or the encoding DNA; 

bases 975-1020 off. coli 163 rRNA or the encoding DNA and said first genus is Legionella; 
bases 980-1050 ofE. coli 168 rRNA or the encoding DNA; 

bases 980-1010 of £ coli 168 rRNA or the encoding DNA and said first genus is Campylobacter, 
bases 1025-1060 ofE, coli 16S rRNA or the encoding DNA and said first genus is Mycobacterium; 
bases 1125-1155 of JS. coli 168 rRNA or the encoding DNA; 
bases 270-405 ofE. coli 23S rRNA or the encoding DNA; 
bases 270-390 of E. coli 23S rRNA or the encoding DNA; 

bases 335-375 of E, coli 23S rRNA or the encoding DNA and said first genus is Saltnonella; 
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bases 350-395 of £. qoU 23S rRNA or the encoding DNA and said first genus is Legionella; 
bases 535-575 of B. coli 23S rRNTA or the encoding DNA; 
bases 535-560 of E. coli 23S rRNA or the encoding DNA; 
bases 1150-1200 of E. coli 23S rRNA ox the encoding DNA; 
bases 1440-1600 of coli 23S rRNA ortlie aicodirg DNA; 

bases 1440-1475 of E. coli 23S rRNA or the encoding DNA and said first genus \s, Mycobacterium; 
bases 1515-1555 of E. coli 23S rRNA or the encoding DNA and said first genus is Mycobacterium; 
bases 1570-1610 of coli 23S rRNA or the encoding DNA and said first genus is Mycobacterium; 
bases 1585-1620 of E. coli 23S rRNA or the encoding DNA and said first genus is Legionella; 
bases 1710-1750 ofE. coli 23S rRNA or the encoding DNA; 
bases 2190-2330 ofE. coli 23S rRNA or the encoding DNA; or 

bases 2280-2330 of coli 23S rRNA or the encoding DNA and said first genus is Legionella, 

provided that if said target region is in a location corresponding to bases 975-1060 
OfE. coli 16S rRNA or the encoding DNA, then saidfirst genus is either Campylobacter, Legionella, 

or Mycobacterium; and 

b) determining whether said means has detected the presence of said variable 

region as an indication that at least one member of said one or more target species is present in said 
sample. 

491. (Previously Presented) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with an oligonucleotide probe able to distinguish 
nucleic acid of two or more non-viral target species belonging to a first genus, at least one of which 
is said one or more target species, from nucleic acid of at least one non-viral non-target species 
belonging to a second genus, wherein a duplex formed between said oligonucleotide probe and a 
variable region present in nucleic acid of each of said two or more target species has a higher Tm 
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than a duplex formed between said oligonucleotide probe and said variable region present in nucleic 
acid of said at least one non-taiget species, wherein said variable region is present in an rRNA 
sequence, or a DNA sequence encoding for said rRNA sequence, in a target region conesponding 
to: 

bases 65-108 of £. coli SS rRNA or the encoding DNA; 
bases 60-105 ofE. coli 16S rRNA or the encoding DNA; 
bases 60-100 of B. coli 16S rRNA or the encoding DNA; 
bases 120-150 of £•. coli 16S rRNA or the encoding DNA; 
bases 170-230 ofE. coli 16S rRNA or the encoding DNA; 
bases 405-490 of £. coli 16S rRNA or the encoding DNA; 
bases 405-480 of E. coli 16S rRNA or the encoding DNA; 

bases 405-428 of E. coli 16S rRNA or the encoding DNA and said fust genos is Campylobacter, 
bases 440-470 of E. coli 16S rRNA or the encoding DNA and said first genus is Campylobacter, 
bases 600-675 of E. coli 16S rRNA or the encoding DNA; 
bases 600-670 of coli 16S rRNA or the encoding DNA; 

bases 630-675 of E. coli 16S rRNA or the encoding DNA and said first genus is Ugionella; 
bases 705-735 of E. coli 16S rRNA or the encoding DNA; 
bases 820-870 of E. coli 16S rRNA or the encoding DNA; 
bases 820-860 of K coli 16S rRNA or the encoding DNA; 
bases 975-1060 ofE. coli 16S iRNA or the encoding DNA; 

bases 975-1020 ofE. coli 16S rRNA or the encoding DNA and said first genus is Legionella; 
bases 980-1050 of E. coli 16S rRNA or the encoding DNA; 

bases 980-1010 of £. coli 16S rRNA or the encoding DNA and said first genus is Campylobacter, 
bases 1025-1060 off:, coli 16S rRNA or the encoding DNA and said first genus is Mycobacterium; 
bases 1125-1155 oiE, coli 16S rRNA or the encoding DNA; 
bases 270-405 of E. coli 23S rRNA or the encoding DNA; 
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bases 270-390 of E. coli 23$ rRNA or the encoding DNA; 

bases 335-375 of E. coli 23S rRNA or the encoding DNA and said first genus is Salmonella; 
bases 350-395 of E. coli 23S rRNA or the encoding DNA and said first genus is Legionella; 
bases 535-575 ofE. coli 23S rRNA or the encoding DNA; 
bases 535-560 of E. coli 233 rRNA or the encoding DNA; 
bases 1 150-1200 of E. coli 23S rRNA or the encoding DNA; 
bases 1440-1600 of E. coli 23S rRNA or the encoding DNA; 

bases 1440-1475 of E. coli 23S rRNA or the encoding DNA and said fust genus is Mycobacterium; 
bases 1515-1555 ofE. ciJ/i23S rRNA or the encoding DNA and said first genus is Mycoiac/erium; 
bases 1570-1610 ofE. coli 23S rRNA or the encoding DNA and said first genus is Mycobaaerium; 
bases 1585-1620 of E. coli 23S rRNA or the encoding DNA and said first genus is Legionella; 
bases 17 10-1750 of E. coli 23S rRNA or the encoding DNA; 
bases 2190-2330 of E, coli 238 rRNA or the encoding DNA; or 

bases 2280-2330 ofE. coli 23S rRNA or the encoding DNA and said first genus is Legionella, 

provided that if said target region is in a location corresponding to bases 975-1060 
of £. coli 16S rRNA orthe encodingDNA, then said first genus is either Campylobacter, Legionella, 

or Mycobacterium; and 

b) detennining whether a nucleic acid complex comprising said oligonucleotide 
probe has formed under conditions of high stringency as an indication that at least one member of 
said one or more target species is present in said sample, wherein said oligonucleotide probe does 
not fonn a detectable duplex with nucleic acid of said at least one non-target species under said 
conditions. 

492. (Previously Presented) The method of any one of claims 486-491, wherein 
said target region corresponds to bases 65-108 of E. coli 5S rRNA or the encoding DNA. 
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493. (Previously Presented) The method of claim 492. wherein said target region 
corresponds to bases 65-108 of E, coli 5S rRNA. 

494. (Previously Presented) The method of any one of claims 486-49 1 , wherein 
said target region corresponds to bases 60-100 of E. coli 16S vRNA or the encoding DNA. 

495. (Pieviously Presented) The method of claim 494, wherein said target region 
corresponds to bases 60-100 of £ coli 16S rRNA. 

496. (Previously Presented) The method ofany one of claims 486-491, wherein 
said target region corresponds to bases 120-150 of E. coli 16S rRNA or the encoding DNA. 

497. (Previously Presented) The method of claim 496, wherein said target region 
coiresponds to bases 120-150 of E coli 16S rRNA. 

498. (Previously Presented) The method of any one of claims 486-491, wherein 
said target region corresponds to bases 170-230 of R coli 16S rRNA or the encoding DNA. 

499. (Previously Presented) The method of claim 498, wherein said target region 
corresponds to bases 170-230 of E. coli 16S rRNA. 

500. (Previously Presented) The method of any one of claims 486-49 1 , wherein 
said target region corresponds to bases 405-480 of E. coli 16S rRNA or die encoding DNA. 

501. (Previously Presented) The method of claim 500. wherein said target region 
corresponds to bases 405-480 of E. coli 16S rRNA. 
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502. (Previously Presented) The method of any one of claims 486-491, wherein 
said target region corresponds to bases 600-670 of £. coli 16S rRNA or the encoding DNA. 

503. (Previously Presented) The method of claim 502, wherein said target region 
corresponds to bases 600-^70 of E. coli 16S iRNA. 

504. (Previously Presented) The method of any one of claims 486-491, wherein 
said target region conesponds to bases 705-735 of £. coli 16S rRNA or the encoding DNA. 

505. (Previously Presented) The method of claim 504, wherein said target region 
corresponds to bases 705-735 of E. coli 16S rRNA. 

506. (Previously Presented) The method of any one of claims 486-49 1 , wherein 
said target region corresponds to bases 820-860 of E. coli 16S rRNA or the encoding DNA. 

507. (Previously Presented) The method claim 506, wherein said target region 
corresponds to bases 820-860 of JS. coli 16S rRNA. 

508. (Previously Presented) The method of any one of claims 488-491. wherein 
said tai^et region corresponds to bases 980-1050 of £. coli 16S rRNA or the encoding DNA, 

509. (Previously Presented) The method of claim 508, wherein said target region 
coiresponds to bases 980-1050 of E. coli 16S rRNA. 

510. (Previously Presented) The method of any one of claims 486-491, wherein 
said target region corresponds to bases 1 125-1 155 of E. coli 16S rRNA or the encoding DNA. 
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511. (Previously Presented) The method of claim 5 10, wherein said target regioii 
corresponds to bases 1125-1155 of E. coli 16S rRNA. 

512. (Previously Presented) Themethodof clajm488 or489. wherein saidtargei 
region corresponds to bases 1250-1290 of E. coli 16S rRNA or the encoding DNA. 

513. (Previously Presented) The method of claim 512, wherein said target region 
corresponds to bases 1250-1290 ofE. coli 168 rRNA. 

5 14. (Previously Presented) The method of any one of claims 486-491, whei'ein 
said target region corresponds to bases 270-390 ofE. coli 23S rRNA or the encoding DNA. 

515. (Previously Presented) The method of claim 5 14, wherein said target region 
corresponds to bases 270-390 of E. coli 23S rRNA. 

516. (Previously Presented) The method of any one of claims 486-491, wherein 
said target region corresponds to bases 535-560 ofE. coli 23S rRNA or the encoding DNA. 

517. (Previously Presented) The method of claim 516, wherein said target region 
corresponds to bases 535-560 of £. coli 23S rRNA. 

518. (Previously Presented) The method of any one of claims 486-491, wherein 
said target region corresponds to bases 1150-1200 ofE. coli 23S rRNA or the encoding DNA. 

519. (Previously Presented) The method of claim 518, wherein said target region 
corresponds to bases 1 150-1200 of E. coli 23S rRNA. 
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520. (Previously Presented) The method of any one of clairos 486-491. wherein 
said target region conesponds to bases 1440-1600 of E. coli 23S rRNA or the encoding DNA. 

521 . (Previously Presented) The method of claim 520, wherein said target region 
conesponds to bases 1440-1600 of E. coli 23S rRNA. 

522. (Previously Presented) The method of any one of claims 486-491, wherein 
said target region corresponds to bases 1710-1750 of E. coli 23S rRNA or the encoding DNA. 

523. (Previously Presented) The method of claim 522, wherein said target region 
corresponds to bases 1710-1750 of E. coli 23S rRNA. 

524. (Previously Presented) The method of any one of claims 486-491 . wherein 
said target region conesponds to bases 2190-2330 of E. coli 23S rRNA or the encoding DNA. 

325. (Previously Presented) The method of claim 524, wherein said target region 
corresponds to bases 2190-2330 of £. coli 23S rRNA. 

526. (Previously Presented) The method of claim 488 or 489. wherein said target 
region corresponds to bases 65-108 of E. coli 5S rRNA or the encoding DNA and said genus is 
Mycoplasma. 

527. (Previously Presented) The method of claim 526, wherein said target region 
corresponds to bases 65-108 of E. coli 5S rRNA. 
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528, (Previously Presemed) The method of claim 488 or489, wherein said tai-get 
region corresponds to bases 60-105 of coli 16S rRNA or the encoding DNA and said genus is 
Chlamydia, 

529. (Previously Presented) The method of claim 528, wherein said target region 
corresponds to bases 60-105 of E. coli 16S rRNA. 



530. Canceled 



531. Canceled 



532. (Previously Presented) The method of claim 488 or 489, wherein said target 
region coiTfisponds to bases 170-230 of E, coli 16S rRNA or the encoding DNA and said genus is 
Mycobacterium, Chlamydia, or Mycoplasma, 

533. (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 185-225 of E. coli 16S rRNA or the encoding DNA and said genus is 
Mycobacierium, 

534. (Previously Presented) The method of claim 533, wherein said target region 
corresponds to bases 185-225 of iE. coli 16S rRNA. 



535. (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 175-210 of coli 16S rRNA or the encoding DNA and said genua is • 
Chlamydia, 
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536. (Prcviously Presented) The method of claim 535, wherein said target region 
corresponds to bases 175-210 of E, coli 16S rRNA. 

537. (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 190-230 of E. coli 16S rRNA or the encoding DNA and said genus is 
Mycoplasma. 

538. (Previously Presented) The method of claim 537. wherein said target region 
corresponds to bases 190-230 of E. coli 16S rRNA. 

539. Canceled 

540. Canceled 

541. (Previously Presented) The method of claim 488 or 489, wherein saidtarget 
region corresponds to bases 450-490 of £. coli 16S rRNA or the encoding DNA and said genus is 
Mycoplasma. 

542. (Previously Presented) The method of claim 541 , wherein said target region 
corresponds to bases 450-490 of £. coli 16S rRNA. 
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545. (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 600-635 of E. coli 16S rRNA or the encoding DNA and said genus is 
Chlamydia, 

546. (Reviously Presented) The method of claim 545. wherein said target region 
corresponds to bases 600-635 afE. coli 16S rRNA. 

547. (Previously Presented) The method of claim 488 or 489, wherein said target 
region coiresponds to bases 820-870 of E. coli 16S rRNA or the encoding DNA and said genus is 
Chlamydia, Mycoplasma, or Streptococcus. 

548. (Previously Presented) The method of claim 547 . wherein said target region 
corresponds to bases 820-870 of E. coli 16S rRNA. 

549. (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 830-870 of E. coli 16S rRNA or the encoding DNA and said genus is 
Chlamydia. 

550. (Previously Presented) The methodof claim 549, wherein said target region 
corresponds to bases 830-870 of E, coli 16S rRNA. 

55 1 . (Previously Presented) The n;iethod of claim 48 8 or 489, wherein said target 
region corresponds to bases 820-860 of E. coli 16S rRNA or the encoding DNA and said genua is 
Mycoplasma. 
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552. (Previously Presented) The method of claim 551, wherein said target region 
corresponds to bases 820-860 otE. coli 16S rRNA. 

553. (Pieviously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 825-860 of £ coli 163 rRNA or the encoding DNA and said genus is 
Sxreptococcus. 

554. (Previously Presented) The method of claim 553, wherein said target region 
corresponds to bases 825-860 QfE. coli 16S rRNA. 

555. Canceled 

556. Canceled 

557. (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 995-1030 of E. coli 16S rRNA orthe encoding DNA and said genus is 
Escherichia. 

558. (Previously Presented) The method of claim 557, wherein said target region 
corrcsponds to bases 995-1030 of E. coli 168 rRNA. 

Claims 559-562 (Canceled) 

563. (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 270-405 ofE. coli 23S rRNA or the encoding DNA and said genus is 
Chlamydia, Proteus, Pseudomonas, oi Emerobacter. 
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564. (Previously Presented) The method of claim 563, wherein said target region 
corresponds to bases 270-405 of B. coli 23S rRNA. 

565 . (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 275-320 of E. coli 23S rRNA or the encoding DNA and said genus is 
Chlamydia. 

566. (Previously Presented) The method of claim 565, wherein said target region 
coiresponds to bases 275-320 of E. coli 23S rRNA. 

567. (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 330-365 of B. coli 23S rRNA or the encoding DNA and said genus is 
Chlamydia. 

568. (Previously Presented) The method of claim 567, wherein said target region 
corresponds to bases 330-365 of E. coli 23S rRNA. 

569. (Previously Presented) The method of claim 488 or 489, wherein sai d target 
region corresponds to bases 270-305 of E. coli 23S rRNA or the encoding DNA and said genus is 
Proteus. 

570. (Previously Presented) The method of claim 569, wherein said target region 
corresponds to bases 270-305 of E. coli 23S rRNA. 
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571. (Prtsviously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 365-405 of E, coli 23S rRNA or tlie encoding DNA and said genus is 
Pseudomonas, 

572. (Previously Presented) The method of claim 57 1 , wherein said target region 
corresponds to bases 365405 of E. coli 23S rRNA. 

573. (Previously Presented) The method of claim 488 or 489, wherein saidtarget 
region corresponds to bases 305-340 of £. coli 23S rRNA or the encoding DNA and said genus is 
Enierobacier. 

574. (Previously Presented) The method of claim 573, wherein said target region 
corresponds to bases 305-340 of £. coli 23S rRNA. 

575. (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 540-575 of E, coli 23S rRNA or the encoding DNA and said genus is 
Mycobacterium, 

576. (Previously Presented) The method of claim 575, wherein said target region 
corresponds to bases 540-575 of E, coli 23S rRNA. 
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579. (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 1 155^1 190 of £. coli 23S rRNA or the encoding DNA and said genus 
is Mycobacrerium. 

580. (Previously Presented) The method of claim 579, wherein said target region 
corresponds to bases 1155-1190 of E. coli 23S rRNA. 

581 . (Previously Presented) The method of claim 488 or 489, wherein said target 
legion corresponds to bases 1 160-1 190 ofE. coli 23S rRNA or the encoding DNA and said genus 
is Chlamydia, 

582. (Previously Presented) The method of claim 581, wherein said target region 
corresponds to bases 1160-1190 ofE, coli 23S rRNA. 

583. Canceled 

584. Canceled 

585. (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 1450-1490 of £ coli 23S rRNA or the encoding DNA and said genus 
is Chlamydia. 

586. (Previously Presented) The method of claim 585, wherein said target region 
corresponds to bases 1450-1490 of £ coli 23S rRNA. 
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587. (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 1510-1545 of £. coU 23S rRNA or the encoding DNA and said genus 
is Chlamydia. 

588. (Previously Presented) The method of claim 587, wherein said target region 
corresponds to bases 1510-1545 of £ coli 23S rRNA. 

589. (Previously Presented) The method of claim 488 or 489, wherein said target 
rcgion conesponds xo bases 17 10-1750 of £ coli 23S rRNA or the encoding DNA and said genus 
is Chlamydia. 

590. (Previously Presented) The method of claim 589, wherein said target region 
cofresponds to bases 1710-1750 ofE, coli 23S rRNA, 

59 1 . (Previously Presented) The method of claim 488 or 489, wherein said target 
region corresponds to bases 2195-2235 of E. coli 23S rRNA or the encoding DNA and said genus 
is Mycobacterium, 

592. (Previously Presented) The method of claim 591 , wherein said target region 
con-esponds to bases 2195-2235 of coli 23S rRNA. 
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595. (Previously Presented) The method of claim 490 or 49 1 , wherein said target 
region corresponds to bases 405^28 of £ coli 16S rRNA or the encoding DNA and said first genus 
is Campylobacter. 

596. (Previously Presented) The method of claim 595, wherein said target region 
cotrcsponds to bases 405-428 ofE. coli 16S tRNA, 

597. (Previously Presented) The method of claim 490 or 491, wherein said target 
region corresponds to bases 440-470 of £. coli 16S rRNA or the encoding DNA and said first genus 
is Campylobacter, 

598. (Previously Presented) The method of claim 597, wherein said target region 
corresponds to bases 440-470 of coli 16S rRNA, 

599. (Previously Presented) The method of claim 490 or 491, wherein said target 
region coiresponds to ba$es 630-675 of £. coli 16S rRNA or the encoding DNA and said first genus 
is Legionella, 

600. (Previously Presented) The method of claim 599, wherein said target region 
cOTtesponds to bases 630-675 of E, coli 16S rRNA. 

60L (Previously Presented) The method of claim 490 or 491, wherein said target 
region corresponds to bases 705-735 of E, coli 16S rRNA Or the encoding DNA and said first genus 
is CampylobcLCier. 
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602. (Previously Presented) The method of claim 601, wherein said target region 
corresponds to bases 705-735 of coli 16S rRNA. 

603. (Previously Piesented) The method of claim 490 or 491, wherein said target 
region corresponds to bases 975-1060 ofE. coli 16S rRNA or the encoding DNA and said first genus 
is Legionelluy Ccanpylobacter, or Mycobacterium. 

604. (Previously Presented) The method of claim 603, wherein said target region 
corresponds to bases 975-1060 of jE. coli 16S rRNA. 

605. (Previously Presented) Tlie method of claim 490 or 491. wherein said target 
region corresponds to bases 980-1010 of £. coll 16S rRNA or the encoding DNA and said first genus 
is Ccanpylobacter. 

606. (Previously Presented) The method of claim 605, wherein said target region 
corresponds to bases 980-1010 ofE. coli 16S rRNA. 

607. (Previously Presented) The method of claim 490 or491, wherein said target 
region coircsponds to bases 975-1020 ofE. coli 16S rRNA or the encoding DNA and said first genus 
is Legionella. 

608. (Previously Presented) The method of claim 607, wherein said target region 
coiTcsponds to bases 975-1020 ofE. coli 16S rRNA. 
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609, (Previously Presented) The method of claim 490 or 491, wherein sdd target 
region corresponds to bases 1025-1060 of E. coli 16S rRNA or the encoding DNA and said first 
genus is Mycobacterium. 

610, (Previously Presented) The method of claim 609, wherein said target region 
con-esponds to bases 1025-1060 of E coli 16S rRNA. 

611, (Previously Presented) The method of claim 490 or 491, wherein said target 
region corresponds to bases 1125-1155 of £. coli 16S rRNA or the encoding DNA and said first 
genus is Salmonella, 

612, (Previously Presented) The method of claim 611, wherein said target region 
corresponds to bases 1125-1155 ofE, coli 16S rRNA. 



615. (Previously Presented) The method of claim 490 or 491, wherein said target 
region corresponds to bases 350-395 of £- coli 23S rRNA or the encoding DNA and said first genus 
is Legiomlla. 

616. (Previously Presented) The method of claim 615, wherein said target region 
corresponds to bases 350-^395 of £. coli 23S rRNA. 
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617. (Previously Presented) Themethodof claim 490 or 491. wherein said target 
region corresponds to bases 335-375 of £. coli 23S rRNA or the encoding DNA and said first genus 
is Salmonella. 

618. (Previously Presented) The meUiod of claim 617, wherein said targetregion 
corresponds to bases 335-375 ofE. coli 23S rRNA. 

619. Canceled 

620. Canceled 

621. (Previously Presented) The method of claim 490 or 491, wherein said target 
region corresponds to bases 158S-1620 of £ coli 23S rRNA or the encoding DNA and said first 
genus is Legionella. 

622. (Previously Presented) The method of claim 621 , wherein said target region 
coiresponds to bases 1585-1620 of E. coli 23S rRNA. 

623. (Previously Presented) The method of claim 490 or 491, wherein said target 
region corresponds to bases 1440-1475 otE. coli 23S rRNA or the encoding DNA and said first 
genus is Mycobacterium. 

624. (Previously Presented) The method of claim 623. wherein said target region 
corresponds to bases 1440-1475 of E. coli 23S rRNA. 
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Daie: March 23, 2006 

625. (Previously Presented) The method of claim 490 or 491, wherein said target 
region corresponds to bases 1515-1555 of £. coli 23S rRNA or the encoding DNA and said first 
genus is Mycobacterium. 

626. (Previously Presented) The method of claim 625, wherein said target region 
conesponds to bases 1515-1555 of E. coli 23S rRNA. 

627. (Previously Presented) The method of claim 490 or 49 1, wherein said target 
region corresponds to bases 1570-1610 ofE. coli 23S rRNA or the encoding DNA and said first 
genus is Mycobacterium, 

628. (Previously Presented) The method of claim 627, wherein said target region 
corresponds to bases 1570-1610 of £. coli 23S rRNA. 

629. (Pmviously Presented) The method of claim 490 or 491, wherein said target 
region corresponds to bases 2280-2330 of E, coli 23S rRNA or the encoding DNA and said first 
genus is Legionella. 

630. (Previously Presented) The method of claim 629, wherein said target region 
corresponds to bases 2280-2330 of £. coli 23S rRNA, 
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